
ERAI ER Stress Detector  
(pERAI-Luc, Pro. No. StDtc-1) 
Plasmid Information 

CMV IEE + chicken ß-actin promoter: 1-1715 bp. 
h(human)XBP1: 1763-1986 bp. 
hXBP1 intron: 1883-1908 bp. 
Luc (luciferase): 1993-3642 bp. 
SV40 intron and polyA signal: 3674-4107 bp. 



SEQUENCE: 
actagttattaatagtaatcaattacggggtcattagttcatagcccatatatggagttccgcgttacataacttacggtaaatggcc
cgcctggctgaccgcccaacgacccccgcccattgacgtcaataatgacgtatgttcccatagtaacgccaatagggactttcc
attgacgtcaatgggtggactatttacggtaaactgcccacttggcagtacatcaagtgtatcatatgccaagtacgccccctatt
gacgtcaatgacggtaaatggcccgcctggcattatgcccagtacatgaccttatgggactttcctacttggcagtacatctacg
tattagtcatcgctattaccatgggtcgaggtgagccccacgttctgcttcactctccccatctcccccccctccccacccccaat
tttgtatttatttattttttaattattttgtgcagcgatgggggcggggggggggggggcgcgcgccaggcggggcggggcgg
ggcgaggggcggggcggggcgaggcggagaggtgcggcggcagccaatcagagcggcgcgctccgaaagtttcctttt
atggcgaggcggcggcggcggcggccctataaaaagcgaagcgcgcggcgggcgggagtcgctgcgttgccttcgccc
cgtgccccgctccgcgccgcctcgcgccgcccgccccggctctgactgaccgcgttactcccacaggtgagcgggcggga
cggcccttctcctccgggctgtaattagcgcttggtttaatgacggctcgtttcttttctgtggctgcgtgaaagccttaaagggct
ccgggagggccctttgtgcgggggggagcggctcggggggtgcgtgcgtgtgtgtgtgcgtggggagcgccgcgtgcgg
cccgcgctgcccggcggctgtgagcgctgcgggcgcggcgcggggctttgtgcgctccgcgtgtgcgcgaggggagcgc
ggccgggggcggtgccccgcggtgcgggggggctgcgaggggaacaaaggctgcgtgcggggtgtgtgcgtgggggg
gtgagcagggggtgtgggcgcggcggtcgggctgtaacccccccctgcacccccctccccgagttgctgagcacggcccg
gcttcgggtgcggggctccgtgcggggcgtggcgcggggctcgccgtgccgggcggggggtggcggcaggtgggggtg
ccgggcggggcggggccgcctcgggccggggagggctcgggggaggggcgcggcggccccggagcgccggcggct
gtcgaggcgcggcgagccgcagccattgccttttatggtaatcgtgcgagagggcgcagggacttcctttgtcccaaatctgg
cggagccgaaatctgggaggcgccgccgcaccccctctagcgggcgcgggcgaagcggtgcggcgccggcaggaagg
aaatgggcggggagggccttcgtgcgtcgccgcgccgccgtccccttctccatctccagcctcggggctgccgcaggggg
acggctgccttcgggggggacggggcagggcggggttcggcttctggcgtgtgaccggcggctctagacctctgctaacca
tgttcatgccttcttctttttcctacagctcctgggcaacgtgctggttattgtgcttgtctcatcattttggcaaagaattatcaagctt
ctaggtaccTCTAGACCACCATGGACTACAAGGACGACGATGACAAGGGCCTTG
TAGTTGAGAACCAGGAGTTAAGACAGCGCTTGGGGATGGATGCCCTGGTTG
CTGAAGAGGAGGCGGAAGCCAAGGGGAATGAAGTGAGGCCAGTGGCCGGG
TCTGCTGAGTCCGCAGCACTCAGACTACGTGCACCTCTGCAGCAGGTGCAG
GCCCAGTTGTCACCCCTCCAGAACATCTCCCCATGGATTCTGGCGGTATTGA
CTCTTCAGATTCAAGATCTGAAGACGCCAAAAACATAAAGAAAGGCCCG
GCGCCATTCTATCCGCTGGAAGATGGAACCGCTGGAGAGCAACTGCAT
AAGGCTATGAAGAGATACGCCCTGGTTCCTGGAACAATTGCTTTTACAG
ATGCACATATCGAGGTGGACATCACTTACGCTGAGTACTTCGAAATGTC
CGTTCGGTTGGCAGAAGCTATGAAACGATATGGGCTGAATACAAATCA
CAGAATCGTCGTATGCAGTGAAAACTCTCTTCAATTCTTTATGCCGGTG



TTGGGCGCGTTATTTATCGGAGTTGCAGTTGCGCCCGCGAACGACATTT
ATAATGAACGTGAATTGCTCAACAGTATGGGCATTTCGCAGCCTACCGT
GGTGTTCGTTTCCAAAAAGGGGTTGCAAAAAATTTTGAACGTGCAAAAA
AAGCTCCCAATCATCCAAAAAATTATTATCATGGATTCTAAAACGGATT
ACCAGGGATTTCAGTCGATGTACACGTTCGTCACATCTCATCTACCTCC
CGGTTTTAATGAATACGATTTTGTGCCAGAGTCCTTCGATAGGGACAAG
ACAATTGCACTGATCATGAACTCCTCTGGATCTACTGGTCTGCCTAAAG
GTGTCGCTCTGCCTCATAGAACTGCCTGCGTGAGATTCTCGCATGCCAG
AGATCCTATTTTTGGCAATCAAATCATTCCGGATACTGCGATTTTAAGT
GTTGTTCCATTCCATCACGGTTTTGGAATGTTTACTACACTCGGATATT
TGATATGTGGATTTCGAGTCGTCTTAATGTATAGATTTGAAGAAGAGCT
GTTTCTGAGGAGCCTTCAGGATTACAAGATTCAAAGTGCGCTGCTGGT
GCCAACCCTATTCTCCTTCTTCGCCAAAAGCACTCTGATTGACAAATAC
GATTTATCTAATTTACACGAAATTGCTTCTGGTGGCGCTCCCCTCTCTA
AGGAAGTCGGGGAAGCGGTTGCCAAGAGGTTCCATCTGCCAGGTATCA
GGCAAGGATATGGGCTCACTGAGACTACATCAGCTATTCTGATTACACC
CGAGGGGGATGATAAACCGGGCGCGGTCGGTAAAGTTGTTCCATTTTT
TGAAGCGAAGGTTGTGGATCTGGATACCGGGAAAACGCTGGGCGTTAA
TCAAAGAGGCGAACTGTGTGTGAGAGGTCCTATGATTATGTCCGGTTAT
GTAAACAATCCGGAAGCGACCAACGCCTTGATTGACAAGGATGGATGG
CTACATTCTGGAGACATAGCTTACTGGGACGAAGACGAACACTTCTTCA
TCGTTGACCGCCTGAAGTCTCTGATTAAGTACAAAGGCTATCAGGTGGC
TCCCGCTGAATTGGAATCCATCTTGCTCCAACACCCCAACATCTTCGAC
GCAGGTGTCGCAGGTCTTCCCGACGATGACGCCGGTGAACTTCCCGCC
GCCGTTGTTGTTTTGGAGCACGGAAAGACGATGACGGAAAAAGAGATC
GTGGATTACGTCGCCAGTCAAGTAACAACCGCGAAAAAGTTGCGCGGA
GGAGTTGTGTTTGTGGACGAAGTACCGAAAGGTCTTACCGGAAAACTC
GACGCAAGAAAAATCAGAGAGATCCTCATAAAGGCCAAGAAGGGCGGA
AAGATCGCCGTGTAAggatcctggccagctagctaggtagctagaggatctttgtgaaggaaccttacttctgt
ggtgtgacataattggacaaactacctacagagatttaaagctctaaggtaaatataaaatttttaagtgtataatgtgttaaactac
tgattctaattgtttgtgtattttagattccaacctatggaactgatgaatgggagcagtggtggaatgcctttaatgaggaaaacct
gttttgctcagaagaaatgccatctagtgatgatgaggctactgctgactctcaacattctactcctccaaaaaagaagagaaag
gtagaagaccccaaggactttccttcagaattgctaagttttttgagtcatgctgtgtttagtaatagaactcttgcttgctttgctattt



acaccacaaaggaaaaagctgcactgctatacaagaaaattatggaaaaatatttgatgtatagtgccttgactagagatcataa
tcagccataccacatttgtagaggttttacttgctttaaaaaacctcccacacctccccctgaacctgaaacataaaatgaatgca
attgttgttgttaacttgtttattgcagcttataatggttacaaataaagcaatagcatcacaaatttcacaaataaagcatttttttcac
tgcattctagttgtggtttgtccaaactcatcaatgtatcttatcatgtctggatcagcttcagaagatgggcgagggcctccaaca
cagtaattttcctcccgactcttaaaatagaaaatgtcaagtcagttaaggaggaagtggactaactgacgcagctggccgtgc
gacatcctcttttaattagttgctaggcaacgccctccagagggcgtgtggttttgcaagaggaagcaaaagcctctccaccca
ggcctagaatgtttccacccaatcattactatgacaacagctgttttttttagtattaagcagaggccggggacccctgggcccg
cttactctggagaaaaagaagagaggcattgtagaggcttccagaggcaacttgtcaaaacaggactgcttctatttctgtcaca
ctgtctggccctgtcacaaggtccagcacctccataccccctttaataagcagtttgggaacgggtgcgggtcttactccgccc
atcccgcccctaactccgcccagttccgcccattctccgccccatggctgactaattttttttatttatgcagaggccgaggccgc
ctcggcctctgagctattccagaagtagtgaggaggcttttttggaggctgcattaatgaatcggccaacgcgcggggagagg
cggtttgcgtattgggcgctcttccgcttcctcgctcactgactcgctgcgctcggtcgttcggctgcggcgagcggtatcagct
cactcaaaggcggtaatacggttatccacagaatcaggggataacgcaggaaagaacatgtgagcaaaaggccagcaaaa
ggccaggaaccgtaaaaaggccgcgttgctggcgtttttccataggctccgcccccctgacgagcatcacaaaaatcgacgc
tcaagtcagaggtggcgaaacccgacaggactataaagataccaggcgtttccccctggaagctccctcgtgcgctctcctgt
tccgaccctgccgcttaccggatacctgtccgcctttctcccttcgggaagcgtggcgctttctcaatgctcacgctgtaggtatc
tcagttcggtgtaggtcgttcgctccaagctgggctgtgtgcacgaaccccccgttcagcccgaccgctgcgccttatccggta
actatcgtcttgagtccaacccggtaagacacgacttatcgccactggcagcagccactggtaacaggattagcagagcgag
gtatgtaggcggtgctacagagttcttgaagtggtggcctaactacggctacactagaagaacagtatttggtatctgcgctctg
ctgaagccagttaccttcggaaaaagagttggtagctcttgatccggcaaacaaaccaccgctggtagcggtggtttttttgtttg
caagcagcagattacgcgcagaaaaaaaggatctcaagaagatcctttgatcttttctacggggtctgacgctcagtggaacg
aaaactcacgttaagggattttggtcatgagattatcaaaaaggatcttcacctagatccttttaaattaaaaatgaagttttaaatca
atctaaagtatatatgagtaaacttggtctgacagttaccaatgcttaatcagtgaggcacctatctcagcgatctgtctatttcgttc
atccatagttgcctgactccccgtcgtgtagataactacgatacgggagggcttaccatctggccccagtgctgcaatgatacc
gcgagacccacgctcaccggctccagatttatcagcaataaaccagccagccggaagggccgagcgcagaagtggtcctg
caactttatccgcctccatccagtctattaattgttgccgggaagctagagtaagtagttcgccagttaatagtttgcgcaacgttg
ttgccattgctacaggcatcgtggtgtcacgctcgtcgtttggtatggcttcattcagctccggttcccaacgatcaaggcgagtt
acatgatcccccatgttgtgcaaaaaagcggttagctccttcggtcctccgatcgttgtcagaagtaagttggccgcagtgttatc
actcatggttatggcagcactgcataattctcttactgtcatgccatccgtaagatgcttttctgtgactggtgagtactcaaccaag
tcattctgagaatagtgtatgcggcgaccgagttgctcttgcccggcgtcaatacgggataataccgcgccacatagcagaact
ttaaaagtgctcatcattggaaaacgttcttcggggcgaaaactctcaaggatcttaccgctgttgagatccagttcgatgtaacc
cactcgtgcacccaactgatcttcagcatcttttactttcaccagcgtttctgggtgagcaaaaacaggaaggcaaaatgccgca
aaaaagggaataagggcgacacggaaatgttgaatactcatactcttcctttttcaatattattgaagcatttatcagggttattgtc



tcatgagcggatacatatttgaatgtatttagaaaaataaacaaataggggttccgcgcacatttccccgaaaagtgccacctga
cgtctaagaaaccattattatcatgacattaacctataaaaataggcgtatcacgaggccctttcgtctcgcgcgtttcggtgatga
cggtgaaaacctctgacacatgcagctcccggagacggtcacagcttgtctgtaagcggatgccgggagcagacaagcccg
tcagggcgcgtcagcgggtgttggcgggtgtcggggctggcttaactatgcggcatcagagcagattgtactgagagtgcac
catatgcggtgtgaaataccgcacagatgcgtaaggagaaaataccgcatcaggcgccattcgccattcaggctgcgcaact
gttgggaagggcgatcggtgcgggcctcttcgctattacgccagcgcgttgacattgattattg// 
 
The start codon of ATG is indicated by double underline. 
Blue color sequences are for DYKDDDDK tag. 
Red color sequences are from human XBP1 gene. 
Underlined sequences are the intron of XBP1. 
Bold sequences are from luciferase gene of pGL3 (promega). 
Orange color sequences are SV40 intron and polyA signal. 
 


